ABSTRACT We report here the first draft genome of Pseudomonas monteilii BCN3, a cyanotroph isolated from sewage sludge. The genome consists of approximately 6,029,517 bp with a GϩC content of 61.89% and 5,369 annotated protein-coding genes.
remain to be uncovered (2) . Further identification of gene functions related to cyanotrophy are currently in progress.
Data availability. The draft P. monteilii BCN3 genome sequence has been deposited in DDBJ/ENA/GenBank under the accession no. QWLL00000000. The version described here is the first version of the draft genome. The Sequence Read Archive (SRA) accession no. is SRX4980437.
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